Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.056; wR factor = 0.095; data-to-parameter ratio = 10.9. organic compounds o3248 Mehdizadeh Barforoush et al.
In the title compound, C 9 H 8 N 2 , a mirror plane lies perpendicular to the phenyl and imidazole rings and passes through the bridging C-C bond, so that the imidazole ring is disordered over two sites about the mirror plane with the equal site occupancy; the asymmetric unit contains one half-molecule. In the crystal, adjacent molecules are linked via N-HÁ Á ÁN hydrogen bonds. Mo K radiation = 0.08 mm À1 T = 298 K 0.17 Â 0.12 Â 0.10 mm
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Data collection
Stoe IPDS 2T diffractometer 1776 measured reflections 609 independent reflections 304 reflections with I > 2(I) R int = 0.082 Refinement R[F 2 > 2(F 2 )] = 0.056 wR(F 2 ) = 0.095 S = 0.98 609 reflections 56 parameters 1 restraint H-atom parameters constrained Á max = 0.14 e Å À3 Á min = À0.09 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 2; Ày þ 1; z.
Data collection: X-AREA (Stoe & Cie, 2002); cell refinement: X-AREA; data reduction: X-RED (Stoe & Cie, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) . The asymmetric unit of the title compound contains one half-molecule, a mirror plane passes through the C-C connecting two rings ( Fig. 1 ). In this molecule the bond lengths and angles are within normal ranges. The imidazole and phenyl rings are nearly co-planar. The intermolecular N-H···N hydrogen bonds (Table 1 ) occurs in the crystal structure (Table 1) .
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Experimental
The title compound has been obtained during the stirring of 2-phenyl-1H-imidazole and aniline in 1:1 molar ration in methanol for synthesis of co-crystal of reagents. The suitable crystals for X-ray analysis were obtained by slow evaporation from methanol solution after one week (yield; 86.5%).
Refinement
All of the H atoms were positioned geometrically with C-H = 0.93 and N-H = 0.86 Å, and constrained to ride on their parent atoms, with U iso (H) = 1.2U eq (C,N). The molecule is disordered over two sites in the crystal structure and H1B atom is in 50% occupancy. Friedel pairs were merged as no significant anomalous scatterings. Fig. 1 . The molecular structure with the atom-numbering scheme. Displacement ellipsoids are drawn at 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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